. Compound annotation of each LC-MS peak detected. Peaks are named MxTy, 16 where x denotes the nominal m/z ratio and y indicates the nominal retention time. The 17 columns mzmed and rtmed provide the median m/z and retention time, respectively. The 18 fold change and p-value corresponds to the xcmsOnline comparison between Riou and 19
Cortiou (t-test)
. Column npeaks gives the number of samples where peaks were detected. 20
Isotope, adduct and peak group columns provide the peak annotation obtained with 21 CAMERA (the 297 peaks are assigned to 86 peak groups based on rule based annotation of 22 isotopes and adducts, and extracted ion chromatograms correlation 
